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3 <110> APPLICANT: SOUTH ALABAMA MEDICAL SCIENCES FOUNDATION 

5 <120> TITLE OF INVENTION: CANCER VACCINES CONTAINING EPITOPES OF ONCOFETAL 



8 <130> FILE REFERENCE: SAMSF 3.4-002 
C~> 10 <140> CURRENT APPLICATION NUMBER: US/10/523,277 
C — > 11 <141> CURRENT FILING DATE: 2005-02-01 

13 <150> PRIOR APPLICATION NUMBER: 60/400,851 

14 <151> PRIOR FILING DATE: 2002-08-02 
16 <160> NUMBER OF SEQ ID NOS: 82 

18 <170> SOFTWARE: Patentin Ver* 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 1067 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Mus musculus 

25 <220> FEATURE: 

26 <221> NAME/KEY: CDS 

27 <222> LOCATION: (86) . . (970) 

29 <400> SEQUENCE: 1 

30 gtcgacccac gcgtccgcta cccggggacg ggtccatacg gcgttgttct tgattcccat 60 

32 cgtaacttaa agggaaactt acaca atg tec gga gcc ctt gac gtc ctg cag 112 

33 Met Ser Gly Ala Leu Asp Val Leu Gin 

34 15 

36 atg aag gag gag gat gtc etc aaa ttc ctt get gcg gga ace cac tta 160 

37 Met Lys Glu Glu Asp Val Leu Lys Phe Leu Ala Ala Gly Thr His Leu 

38 10 15 20 25 

40 ggt ggc acc aac ctt gac ttt cag atg gag cag tac ate tac aaa agg 208 

41 Gly Gly Thr Asn Leu Asp Phe Gin Met Glu Gin Tyr lie Tyr Lys Arg 

42 30 35 40 
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ate 


ata 
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agg 
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tgg 
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get 
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get 
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Asp 
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age 
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ate 


tee 


tec 


agg 


aac 


act 


ggc 


cag 


cga 


get 


gtg 


ctg 


aag 


53 


Val 


Ser 


Val 


He 


Ser 


Ser 


Arg 


Asn 


Thr Gly 


Gin 


Arg 


Ala 


Val 


Leu 


Lys 



54 75 80 85 

56 ttt get get gee aca gga gee act eeg ate get ggc egc ttc aca cet 400 

57 Phe Ala Ala Ala Thr Gly Ala Thr Pro He Ala Gly Arg Phe Thr Pro 

58 90 95 100 105 

60 ggg acc ttc act aac cag ate caa gca gee ttc agg gag cca egg ctt 448 

61 Gly Thr Phe Thr Asn Gin He Gin Ala Ala Phe Arg Glu Pro Arg Leu 

62 110 115 120 
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ANTIGEN 
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250 
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100 gac tgg agt gca cag cca gee act gag gat tgg tea gca get cce aca 928 

101 Asp Trp Ser Ala Gin Pro Ala Thr Glu Asp Trp Ser Ala Ala Pro Thr 

102 270 275 280 

104 gcg cag gcc act gag tgg gtt gga gee acc act gag tgg tec 970 

105 Ala Gin Ala Thr Glu Trp Val Gly Ala Thr Thr Glu Trp Ser 

106 285 290 295 

108 tgagetgetg tgcaggtgcc tgagcaaagg gaaaaaagat ggaaggaaaa taaagttgct 1030 

lid aaaagctgaa aaaaaaaaaa aaaaaaaggg cggccgc 1067 

113 <210> SEQ ID NO: 2 

114 <211> LENGTH: 295 

115 <212> TYPE: PRT 

116 <213> ORGANISM: Mus musculus 
118 <400> SEQUENCE: 2 
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60 
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He 


Val 
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Asp Val Ser 


Val He Ser Ser Arg 
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<210> SEQ ID NO; 


: 3 
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<211> LENGTH: 1067 
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<212> TYPE: 


DNA 
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<213> ORGANISM: 


Mus 


musculus 
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<220> FEATURE: 
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<221> NAME/KEY: 


CDS 
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<222> LOCATION: 


(86) 


. . (970) 




















186 
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265 tgagetgetg tgeaggtgee tgagcaaagg gaaaaaagat ggaaggaaaa taaagttgct 1030 
267 aaaagetgaa aaaaaaaaaa aaaaaaaggg cggcege 1067 
270 <210> SEQ ID NO: 4 
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175 




309 


Met 


Leu Ala 


Arg 


Glu 


Val 


Leu 


Arg 


Met 


Arg 


Gly 


Thr 


He 


Ser 


Arg 


Glu 


310 






180 










185 










190 






312 


His 


Pro Trp 


Glu 


Val 


Met 


Pro 


Asp 


Leu 


Tyr 


Phe 


Tyr 


Arg 


Asp 


Pro 


Glu 


313 




195 










200 










205 








315 


Glu 


He Glu 


Lys 


Glu 


Glu 


Gin 


Ala 


Ala 


Ala 


Glu 


Lys 


Ala 


Val 


Thr 


Lys 


316 




210 








215 










220 










318 


Glu 


Glu Phe 


Gin 


Gly 


Glu 


Trp 


Thr 


Ala 


Pro 


Ala 


Pro 


Glu 


Phe 


Thr 


Ala 


319 


225 








230 










235 










240 


321 


Ala 


Gin Pro 


Glu 


Val 


Ala Asp 


Trp 


Ser 


Glu 


Gly 


Val 


Gin 


Val 


Pro 


Ser 


322 








245 










250 










255 




324 


Val 


Pro He 


Gin 


' Gin 


Phe 


Pro 


Thr 


Glu 


Asp 


Trp 


Ser 


Ala 


Gin 


Pro 


Ala 


325 






260 










265 










270 






327 


Thr 


Glu Asp 


Trp 


Ser 


Ala 


Ala 


Pro 


Thr 


Ala 


Gin 


Ala 


Thr 


Glu 


Trp 


Val 


328 




275 










280 










285 








330 


Gly 


Ala Thr 


Thr 


Glu 


Trp 


Ser 




















331 




290 








295 




















334 


<210> SEQ ID NO 


: 5 
























335 


<211> LENGTH: 295 
























336 


<212> TYPE: 


PRT 


























337 


<213> ORGANISM: 


Homo sapiens 


















339 


<400> SEQUENCE: 


5 
























340 


Met 


Ser Gly Ala 


Leu 


Asp 


Val 


Leu 


Gin 


Met 


Lys 


Glu 


Glu 


Asp 


Val 


Leu 


341 


1 






5 










10 










15 
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